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Supplemental Figure 3. Homology between human and canine miRNA sequences
Mature miRNA sequences were conserved well between human and canine. Canine mature miR-214, -126, and -16 showed perfectly identical sequences to human ones, whereas the stem-loop sequences of these miRNAs were slightly diff erent between human and canine. 
Supplemental Figure 4. Ct value distribution of circulating miR-16
Histogram and Boxplot showing a Ct value variability of circulating miR-16, the internal control in the present study. Circulating miR-16 was stably detected in the plasma samples from the dogs bearing cancers. The median Ct value was 21.7, and the Ct values ranged 20.8-22.5 (Diff erence: 1.7) in half of the cases. The 2.5-97.5 percentile was 19.0-25.5 (Diff erence: 6.5). (27) Adenocarcinoma (27) Anal sac (7) Nasal cavity (5) Rectum (5) Gastric (3) Pancreas (2) Salivary gland (2) Lung (1) Prostate gland (1) Skin (1) Transitional cell carcinoma (8) Transitional cell carcinoma (8) Bladder (5) Prostate gland (2) Kidney (1) Mammary carcinoma (7) Mammary carcinoma (7) Mammary gland (7) Hepatocellular carcinoma (12) Hepatocellular carcinoma (12) Liver (12) Throid carcinoma (6) Thyroid follicular cell carcinoma (6) Thyroid gland (6) Non-epithelial (77) Hemangiosarcoma (13) Hemangiosarcoma (13) Spleen (10) Abdominal cavity (1) Kidney (1) Subcutis (1) Osteosarcoma (9) Osteosarcoma (9) Extremities (5) Cranial bone (2) Nasal cavity (2) Chondrosarcroma (5) Chondrosarcroma (5) Nasal cavity (2) Oral cavity (2) Extremities (1) Histiocytic sarcoma (5) Histiocytic sarcoma (5) Bone (2) Joint (2) Thoracic cavity (1) Melanoma (20) Malignant melanoma (17) Oral cavity (16) Amelanotic malignant melanoma (3) Tongue (2) Lip (1) Nailbed (1) Soft tissue sarcoma (6) Hemangiopericytoma (5) Subcutis (5) Fibrosarcoma (1) Spleen (1) Mast cell tumor (7) Mast cell tumor (7) Skin (6) Lip (1) Lymphoma (12) B-cell lymphoma (5) Lymph node (9) T-cell lymphoma (7) Colon (1) Skin (1) Uterus (1) Miscellaneous (14) Genital tumor (5) Glanulosa cell tumor (2) Ovary (4) Dysgerminoma (1) Testis ( Human myeloma, osteosarcoma, breast, gastric, and ovarian cancers reportedly showed increased levels of circulating miR-214. The levels of circulating miR-126, in contrast, was increased in human diseases, such as allergic rhinitis and asthma, metastatic sporadic melanoma, Moyamoya disease, and non-small cell lung carcinoma, but was decreased in atherosclerosis, atrial fibrillation, heart failure, and type-2 diabetes mellitus. The term "Total blood miRNAs" refers to cellular miRNAs in white blood cells and cell-free circulating miRNAs in the plasma. The term "Total circulating miRNAs" from plasma or serum included protein-binding miRNAs and miRNAs contained in extracellular vesicles such as exosomes and microvesicles. MACS, magnetic-activated cell sorting; qRT-PCR, quantitative reverse transcription polymerase chain reaction.
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